Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.036; wR factor = 0.098; data-to-parameter ratio = 11.6.
In the title complex, [Mn(C 9 H 4 N 2 O 4 )(H 2 O) 2 ] n , the Mn II atom is in a distorted octahedral coordination completed by one N atom from one 1H-benzimidazole-5,6-dicarboxylate ligand, two O atoms from two different 1H-benzimidazole-5,6-dicarboxylate ligands, and three O atoms from three water molecules. Two bridging water molecules and two bridging carboxylate groups from a 1H-benzimidazole-5,6-dicarboxylate ligand connect two Mn II ions into a dimeric structure. In the crystal, extensive intermolecular O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonding forms a three-dimensional network.
Related literature
For background to 1H-benzimidazole-5,6-dicarboxylate complexes and related structures, see: Yao et al. (2008) ; Wei et al. (2009) ; Song et al. (2009a,b) .
Experimental
Crystal data [Mn(C 9 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: RAPID-AUTO (Rigaku, 1998) (Yao et al., 2008; Wei et al., 2009; Song et al., 2009a,b) . In the present paper, we synthesized a novel colorless complex [Mn(C 9 (Fig. 2) . The hydrogen bonds are in the normal range (Table 1) .
MnCl 2 (0.1 mmol), H 2 L(0.1 mmol), H 2 O (15 ml) and a small amount NaOH for adjusting pH to 7 was placed in a 23 ml Teflon reactor,which was heated to 426 K for two days and then cooled to room temperature , and left to stand at room temperature for a few days, then the colorless block crystals were obtained.
Refinement
Carbon and nitrogen bound H atoms were placed at calculated positions and were treated as riding on the parent C or N atoms with C-H = 0.93 Å, N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (C, N). The water H-atoms were located in a difference map, and were refined with a distance restraint of O-H = 0.84 Å; their U iso values were refined.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (13) Geometric parameters (Å, °) Symmetry codes: (v) −x+2, y+1/2, −z+3/2; (iii) x−1, y, z; (i) −x+1, −y+1, −z+2; (vi) −x+2, y−1/2, −z+3/2; (ii) −x+2, −y+1, −z+2.
Refinement. Refinement of F
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